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Detailed data directly used to generate each figure or table of this study are available within the article and Supplements of “Source data”.

Quantitative cross-sectional study

The screening programme recruited residents (including recovered COVID-19 patients) currently living in Wuhan who were aged "6
years

All city residents who were aged "6 years were recruited to attend the citywide nucleic acid screening.

Before sample collection, residents electronically (using a specifically designed smartphone application) self-uploaded their personal
information, including ID number, name, sex, age, and place of residence. Then, the electronic machine system generated a unique
personal barcode and stuck it on the sample tube to ensure the match between the sample and the participant. Then trained staff
interviewed each individual regarding the history of COVID-19 and previous nucleic acid testing. There was a database of confirmed
COVID-19 cases in Wuhan, which can be used to validate the self-reported previous COVID-19 infection. All information was entered
into a central database. The testing results were continually uploaded to the central database by testing institutions. Contact tracing
investigations were conducted on participants who tested positive for SARS-CoV-2, to track and manage their close contacts. The pre-
existing unique identification code for each resident was used as the programme’s identification number, to ensure information
accuracy during the whole process of screening, from sampling, nucleic acid testing, result reporting, the isolation of detected
positive cases, and tracing of close contacts of positive cases. All screening information was kept strictly confidential and was not
allowed to be disclosed or used for other purposes other than clinical and public health management. Personal information of
asymptomatic positive cases was only disclosed to designated medical institutions and community health centres for the purpose of
medical isolation and identification of close contacts. Researcher was blind to the study hypothesis during data collection.

The city government conducted a citywide nucleic acid screening of SARS-CoV-2 Infection between May 14 and June 1, 2020.

No data were excluded from the analyses.

No participants declined participation.

This study is a census. All samples participated in the citywide nucleic acid screening of SARS-CoV-2 Infection.




